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SweepPrediction SweepPrediction
Description
SweepPrediction
Usage
SweepPrediction(Traindata = NULL, Newdata)
Arguments
Traindata Dataset for training
Newdata New data for prediction
Value
* Prediction: Results
References
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Examples

library("SweepDiscovery")

data <- system.file("extdata”, "data.csv", package = "SweepDiscovery")

Data<- read.csv(data)

pred<-SweepPrediction(Traindata=NULL,Newdata=Data)
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